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The mechanism involved in the development of aberrant IgE-responses
central in the development and manifestation of type | hypersensitivity
reactions are not currently understood. There are two aspects involved.
Firstly, the genetic profile of an individual may predispose them to
becoming atopic, and secondly the profile of protein components, their
structural and biological properties, may predispose some proteins to
becoming more allergenics. This project focuses on the later aspect, inves-
tigating how the surface properties of allergenic wheat proteins may
allow allergens to interact with lipid structures in foods and hence evade
digestion.

Surface-active salt soluble wheat proteins are isolated by hydrophobic
interaction chromatography on octyl sepharose, with amphiphilic proteins
being extracted using detergents, both of which are established method-
ologies for extracting surface-active proteins. Their surface properties are
characterised using tensiometric methods. The composition of isolated
fractions are characterised by 2D-PAGE and the IgE-reactive polypeptides
identified by immunoblotting to confirm the identity of the allergenic
proteins. Proteomic analysis involves excision of putative IgE-reactive
proteins from 2D gels, followed by reductive carboxymethylation and
digestion using trypsin in situ in the spot. The fragments are analysed
using Maldi and Qtof mass spectrometry.



